Bloomington Stock Centre. More information regarding Drosophila genes and stocks is available on FlyBase (http://flybase.org). Fig. 1D , 1H, 2D, 2H, 3D, 3H, 3L, 4D, 4H, S2D, S3D, S3H: eyFLP/+; tub-Gal80 ts /UAS-Ras V12 ; act4<CD2<Gal4, UAS-GFP/UAS-prp8 RNAi (18567GD) Fig. 1J: y, w, hsFLP, w, hsFLP, blank; +/UAS-Ras V12 Fig. 1L: y, w, hsFLP, w, hsFLP, KG03188 ; +/UAS-Ras V12 Fig. 5B, 6A, S5A, S5E, S6A: yw; esg-Gal4; tub-Gal80 ts , UAS-GFP Development: doi:10.1242/dev.162156: Supplementary information Wing imaginal disc experiments were performed with ptc-Gal4, UAS-CD8-GFP (Nic Tapon).
Fly genotypes

UAS-GFP/ UAS-prp8 RNAi (18567GD)
Crosses were performed at 25ºC until wandering L3 larvae were observed, collected and dissected.
Eye imaginal disc experiments were performed with eyFLP; tub-Gal80 ts ; act<CD2<Gal4, UAS-GFP.
Crosses were maintained at 18ºC for 120h before switching to 29ºC for induction of gene expression. Similar to wing imaginal disc experiments, wandering L3 larvae were collected and dissected after approximately 2-3 days at 29ºC.
Adult gut experiments were performed with esg-Gal4; UAS-GFP, tub-Gal80 ts . Crosses were maintained at 18ºC and flipped every 48 hours. Newly eclosed adult flies were collected and kept for 2 days at 18ºC before shifting to 29ºC for 2-7 days before dissection. Unless otherwise specified, all adult gut analyses were performed 7 days after transgene expression. Eye discs expressing P35 alone displayed wild-type morphology (F), while expressing P35 in combination with prp8 RNAi (G) was insufficient to rescue the hypoplasia phenotype (compare also with Fig. 1F and Fig. 2C ). Note that eye discs where P35 was expressed in combination with prp8 RNAi still showed a degree of cell death, which is likely to be caspase-independent (G'). (H) Quantification of the ratio between the area of Caspase-3-positive staining and the total eye disc area (n>4 discs/genotype). Note that the control and prp8 RNAi data are the same as represented in Fig. 2J . Scale bars = 100 µm. Data are shown as mean ± SEM. * = p<0.05; ** = p<0.01; *** = p<0.001; **** = p<0.0001. Development: doi:10.1242/dev.162156: Supplementary information 
